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Sequence Alignment

Alignment: 503 C028003

4.39 % 501 Corynebacterium efficiens

5.17 % 507 Corynebacterium callunae

6.36 % 507 Corynebacterium glutamicum

6.56 % 507 Corynebacterium suicordis

6.76 % 503 Corynebacterium accolens

6.97 % 502 Corynebacterium macginleyi

6.97 % 502 Corynebacterium variabile

7.16 % 503 Corynebacterium tuberculostearicum
7.16 % 503 Rhodococcus rhodochrous

7.55 % 505 Corynebacterium afermentans lipophilum

Neighbor Joining Tree

N Join: 4.589 %
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Corynebacterium glutamicum
Accugenix Database Search Result

Identification: Corynebacterium sp.

Confidence Level: Genus
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